Figure S1 (related to Figure 1) . Little or no effect of TFIISmut on RNAPII transcript cleavage induced by pyrophosphate. RNAPII was transcribed two nucleotides, nucleotides removed, and TFIISmut (1 µM) and pyrophosphate (PPi; 5mM) added as indicated. After 3hr incubation with DRB, followed by wash out, cells were labelled for 10 min with 4SU, and different time points were harvested. Streptavidin was used to detect incorporated 4SU. Methylene blue staining is shown as loading control. D. Nascent RNA production 40 min after DRB release measured along the OPA1 gene. N=3, Means ±SEM. (bars) are shown.
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A ll t r a n s c r ip Figure 4F . (C) Products resulting from induced backtracking and/or R-loop formation. For simplicity, only R-loops from RNAPIIs generating FL transcripts are shown, but the fate of both anterior and posterior R-loops generated by IC1-and IC2-polymerases in (D) would be similar. Note that RNAPII will backtrack no further than to the start-point due to the unhybridizable nucleotides near the label; only this, fully backtracked RNAPII is shown. (D) Products of RNase H digestion. RNase H-mediated cleavage of R-loops results in RNAs of 30-40 nts in Figures 4E and F . This fits with the expectations from the 'footprint' of RNAPII (boxed example). Note that for any posterior R-loops (lower example), the label on RNA will lose connection to the immobilized template upon biotin purification, so these would not be detected by denaturing PAGE in Figure 4F .
